A Au ut tu um mn n 2 20 01 12 2, , V aeruginosa strains were isolated from ICU at Shahid-Beheshti hospital, Babol, North of Iran. The bacteria were diagnosed based on mobility, pigment production, growth in 42 0 C, oxidase and catalase tests. PCR analysis was carried out to detect integron genes using hep 35 and hep 36 primers. Also, disk diffusion method was performed to evaluate antibiotic susceptibility of the bacteria using ceftizoxime, ceftazidime, cephotaxime, amikacin, ofloxacin, imipenem, cefepime, ticarcillin, gentamicin, ciprofloxacin, cefazolin and ceftriaxone antibacterial reagents. This study revealed that 20 (37%) P. aeruginosa isolates had integron genes. The antibiotic susceptibility test showed that 53 (98.1%) of the isolates were multidrug-resistant. 12 out of 54 isolated bacteria
seudomonas aeruginosa is a non-fermenting aerobic Gram negative microorganism known as a pathogen leading to severe infections in hospitals. This organism is naturally resistant to many antimicrobial agents and it also can acquire the resistance against available antibiotics through multiple mechanisms (1) . In the recent years due to the resistance of these pathogenic bacteria to different antibiotics, treatment of their infections has encountered a number of difficulties and many patients died because of these types of infections. and disinfectants (7, 8 well as comparing these recent findings with those reported in our previous study.
Materials and Methods

Bacterial strains
This cross -sectional study was performed on 54 P. aeruginosa isolated from equipment and 
Antimicrobial susceptibility testing
The susceptibility of the P. aeruginosa 
DNA extraction and polymerase chain reaction
DNA of isolates was extracted using High 
Statistical analysis
The data were analyzed using the SPSS PCR analysis, using hep35 and hep36 primers, amplified an expected band on agrose gel (491 bp) in 20 out of 54 isolates of P. aeruginosa and therefore 37% of the studied isolates had the integron genes (Fig. 2) . Furthermore, all the integron positive strains were multi-drug resistant, and among them nine (45%) and four (20%)
isolates were respectively resistant to twelve and eleven antibiotics which used in the current study.
( Table 2 ). Table 2 shows antibiotic susceptibility of integron-positive and integron-negative strains of P.
aeruginosa. 57% of isolates resistant to Ceftriaxone, 62% of isolates resistant to Ciprofloxacin, 59% of isolates resistant to Imipenem, 56% of isolates resistant to Amikacin and 57% of isolates resistant to Gentamicin had integron genes (Table 2) . 
Antibiotics disc diffusion method n=54
Integron Positive n=20 concern. Therefore some strategies should be employed to inhibit the increasing resistance of these strains and the spread of resistance genes between strains and prevent the colonization of these bacteria in hospital and especially in its ICU.
Integron Negative n=34
P value
In our previous study we investigated class 1 integron in Pseudomonas aeruginosa isolates from ICU during 2008 to 2009 (12) and found that 39.4%
of isolates had intl gene among which 24.2% were multidrug-resistant. While in this study 96.3% were multidrug-resistant. This difference could be due to the increased resistance or difference in methods used in susceptibility testing.
In this investigation the rate of susceptibility to ceftizoxime, ceftriaxone, ciprofloxacin, ofloxacin, was 25.9%, 24.1%, 55.5%, and 50%, respectively. These data are quite in line with
Fuladi et al. results that reported 23% susceptibility to ceftizoxime and 29% to ceftriaxone but they found 36% susceptibility to ciprofloxacine and 70% to ofloxacin (14) . In addition, 98. (16) . These data disclose the high rate of resistance and decreased rate of susceptibility of strains to different antibiotics in Iran which can be owing to hygienic statement, epidemiology of the region and different strains of bacteria in the studied region (14) .
Also in a study that has been performed in In our study, all 20 integron positive specimens showed multi-drug resistance and this may confirm the role of integrons in resistance of these bacteria to different antibiotics.
Since different groups of antibiotics have diverse effect on Pseudomonas, other mechanisms of resistance may be involved in this process (24, 25) . In our study, we did not find any specimen sensitive to all antibiotics. Decreasing the rate of sensitivity of these bacteria to multiple antibiotics can lead to many difficulties concerning the treatment of such infections.
Our data revealed that high rate of resistance of Pseudomonas to cefepime, ceftazidime, ticarcillin, imipenem, ofloxacin, cefazolin and ceftriaxone makes these antibiotics as an inappropriate drug for treatment of Pseudomonas'
infections. It is possible that in the near future with the expansion of multudrug resistance, ciprofloxacin and amikacin antibiotics lose their influence on Pseudomonas. In our investigation we observed some specimens that were resistant to different antibiotics inspite being integron negative.
Therefore we should also look for other factors that make these bacteria resistant to antibiotics.
